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1 Introduction *

earthworms’ transcriptome and gut microbiota to the
passed nutrient-poor minerals.

Earthworms are an important component of soil
macrofauna, dominating the biomass of soil invertebrates
(Kodama et al., 2014; Plum and Filser, 2005). They are
known as the "engineers of ecosystem", and have a
significant impact on biological, chemical and physical
processes of the soil ecosystem through their activities
(Edwards, 2004; Zhang et al., 2007). Numerous studies
have shown that earthworms have a significant role in
promoting soil mineral weathering (Carpenter et al., 2007,
2008; Liu et al., 2011; Suzuki et al., 2003; Zhu et al.,
2013). Earthworms’ gene expression and gut microbiota
must make some changes during weathering minerals.
Earthworms’ gene expression may change after eating
minerals that are at different stages of weathering in order
to use effectively mineral elements. The change in gene
expression in turn may affect the secretion and chemical
composition of digestive fluids, and even affect the
behavior of earthworms. So, deciphering gene expression
in earthworms feeding on different matrices helps
understanding how earthworms regulate their
physiological activities and their transcriptome responses
to mineral weathering.
As a special earthworm "organ", gut microbes play an
important role in biogeochemical processess of soil
elements (Edwards and Fletcher, 1988; Sruthy et al.,
2013). Earthworms swallow great quantities of soil.
When soil minerals pass through earthworm’s gut, gut
microbes may degrade them to some extent besides
mechanical grinding action of guts, corrosion of digestive
juice, etc.(Basker et al., 1994; Carpenter et al., 2007;
Needham et al., 2004). However, there is poor knowledge
about the response of gut microbiota to the passed
minerals.
This article characterizes the response of the

*

2 Earthworms’ Transcriptome and Gut
Microbiota Changes during Mineral
Weathering
2.1 Transcriptome responses of earthworms to
mineral weathering
In order to discern these mechanisms, we studied the
transcriptome of earthworms cultured in three matrices:
soil, potassium-bearing rock powder (PBRP) or
decomposed wheat straw (DWS) using RNA-seq. Results
indicate that culture matrices affected clearly gene
expression in earthworms. There were pronounced
transcriptomic differences between earthworms in the soil
and those in the DWS. Similar pronounced differences
were also seen between earthworms in the PBRP and
those in the DWS. There were less differences between
earthworms in the PBRP and those in the soil. Similar
differential expression patterns were observed also in
genes related to the digestive system. The differential
genes are in many functions, suggesting that adaptation of
earthworms to matrices involve very complex molecular
mechanisms. The weathering of mineral by earthworms is
the results of regulation of many genes and many
metabolic pathways. The digestive system of earthworms
adapts very differently to nutrient rich organic matter,
compared to nutrient-poor minerals. The adaptation
involves salivary, gastric acid and pancreatic secretion.
2.2 Gut microbiota responses of earthworms to
mineral weathering
To characterised the gut microbiota of earthworms and
explore these microorganisms that can weather minerals,
we compared the bacterial communities harboured in the
intestines of earthworms fed on soil, compost soil and
mineral powders, by using high-throughput sequencing

Corresponding author. E-mail: hn_ldf@126.com
1

Vol. 91 Supp. 1

ACTA GEOLOGICA SINICA (English Edition)
http://www.geojournals.cn/dzxben/ch/index.aspx

http://mc.manuscriptcentral.com/ags

Apr. 2017

in potassium availability and other soil properties due to soil
ingestion by earthworms. Biol Fert Soilvs, 17: 154-158.
Carpenter, D., Hodson, M.E., Eggleton, P., and Kirk, C., 2007.
Earthworm induced mineral weathering: Preliminary results.
Eur J Soil Biol, 43: S176-S183.
Carpenter, D., Hodson, M.E., Eggleton, P., and Kirk, C., 2008.
The role of earthworm communities in soil mineral
weathering: a field experiment. Mineral Mag, 72: 33-36.
Edwards, C., 2004. The Importance of Earthworms as Key
Representatives of the Soil Fauna. Earthworm ecology. CRC
Press.
Edwards, C.A., and Fletcher, K.E., 1988. Interactions between
earthworms and microorganisms in organic-matter
breakdown. Agriculture, Ecosystems & Environment, 24:
235-247.
Kodama, N., Kimura, T., Yonemura, S., Kaneda, S., Ohashi, M.,
and Ikeno, H., 2014. Automated analysis of two-dimensional
positions and body lengths of earthworms (Oligochaeta);
MimizuTrack. Plos One, 9: e97986.
Liu, D., Lian, B., Wang, B., and Jiang, G., 2011. Degradation of
Potassium Rock by Earthworms and Responses of Bacterial
Communities in Its Gut and Surrounding Substrates after
Being Fed with Mineral. Plos One, 6: e28803.
Needham, S.J., Worden, R.H., and McIlroy, D., 2004.
Animal-sediment interactions: the effect of ingestion and
excretion by worms on mineralogy. Biogeosciences, 1:
113-121.
Plum, N.M., and Filser, J., 2005. Floods and drought: Response
of earthworms and potworms (Oligochaeta: Lumbricidae,
Enchytraeidae) to hydrological extremes in wet grassland.
Pedobiologia, 49: 443-453.
Sruthy, P.B., Anjana, J.C., Rathinamala, J., and Jayashree, S.,
2013. Screening of Earthworm (Eudrilus eugeniae) Gut as a
Transient Microbial Habitat. Advances in Zoology &
Botany ,1: 53-56.
Suzuki, Y., Matsubara, T., and Hoshino, M., 2003. Breakdown
of mineral grains by earthworms and beetle larvae.
Geoderma ,112:131-142.
Zhang, W., Chen, D., and Zhao, C., 2007. Functions of
earthworm in ecosystem. Biodiversity Science, 15: 142-153.
Zhu, X., Lian, B., Yang, X., Liu, C., and Zhu, L., 2013.
Biotransformation
of
earthworm
activity
on
potassium-bearing mineral powder. Journal of Earth Science ,
24: 65-74.

with barcoded primers targeting the V3 to V4 regions
of the bacterial 16S rRNA gene. It was found that there
were 24 phyla (338 genera) in the guts of earthworms. In
general, the microbial communities of the earthworms’
gut were dominated by Proteobacteria, Firmicutes,
Actinobacteria, Chloroflexi and Bacteroidete (Fig.1).
However, the abundance of each phylum was
significantly different between samples from three
feeding substrates, which indicated that feeding substrates
had significantly influence on the gut microbiota of
earthworms. Among dominant bacteria, Proteobacteria
and Bacteroidetes were higher at the phylum level, and
Ramlibacter, Flexibacter, Mesorhizobium, Ensifer and
Pedobacter were higher at the genus level in the gut of the
earthworms fed on soil and mineral powders than the gut
of those fed on compost soil. These microorganisms may
help earthworms survive in the substrates shortage of
nutrients by weathering minerals and releasing elements
from minerals.
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